Information processing for the analysis of metabolic pathways and inborn errors.
Methods of biotechnology allow the analysis of molecular structures and molecular processes. Different molecular database systems are available which allow worldwide data access. Methods and concepts of bioinformatics are important for the analysis of these molecular data, which represent complex regulatory networks. The detection of metabolic diseases is one application of information systems, which represents molecular and medical data and allows the stimulation of metabolic processes. In this paper we present the architecture of our molecular information system.